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response to lipid NG N e e e 29.66
response to organic substance NG N Y T 26.61
cellular response to lipid NG N P e 26.45

response to endogenous stimulus GGG N Y e 26.45
response to hormone IIEEEGEGEEN N Y e 26.13

cellular response to oxygen-containing compound NN N Ty . 2 4 .91
cellular response to hormone stimulus NG N N Y . 23.63
cellular response to endogenous stimulus NN N Y 22.60
cellular response to organic substance NG N N 21.55
cellular response to nitrogen compound NN N Y e 20.53
cellular response to chemical stimulus NN DN b 20.43
response to chemical NG N . 19.93
response to oxygen-containing compound [N RN D N 19.82
cellular response to organonitrogen compound IR RN D N 19.33
positive regulation of molecular function N RN D . 19.31
multicellular organismal homeostasis NN DN . 19.02
positive regulation of catalytic activity NN RN DN DN 18.95
regulation of transferase activity NG N N 18.72
response to nitrogen compound NN N N . 18.57
positive regulation of transferase activity NN DN N 18.34
response to organic cyclic compound I DN DN . 18.10

regulation of G-protein coupled receptor protein signaling pathway NN 17.88
protein localization to cell surface NN DN N 17.61

cellular response to peptide hormone stimulus I N NN 17.38
regulation of molecular function NN RN DN . 17.37
response to organonitrogen compound NN N . 17.18
cAMP metabolic process NG NN NN 17.15
regulation of catalytic activity NG NN 16.68
positive regulation of protein modification process NN NN 16.54
cellular response to peptide NN NN 16.16
activation of adenylate cyclase activity NI N NN 16.15
positive regulation of cellular protein metabolic process NN NN 15.85
positive regulation of protein metabolic process NN NN 15.74
cellular response to organic cyclic compound NN NN 15.71
adenylate cyclase-activating G-protein coupled receptor signaling pathway NN NN 15.47
hair follicle placode formation NN S| 15.24

positive regulation of adenylate cyclase activity NI NN 14.58
fungiform papilla formation NG N 14 .54
response to peptide hormone N N DN 14.39
regulation of adenylate cyclase activity NN N 14.32
positive regulation of cellular biosynthetic process NN N 14.20
fungiform papilla morphogenesis NN N 14.19
fungiform papilla development NN N N 14.16
G-protein coupled receptor signaling pathway NN N 14.02
positive regulation of nitrogen compound metabolic process NN 13.97
positive regulation of biosynthetic process I NN N 13.88
positive regulation of cyclase activity NI N 13.79
response to drug NG 13.67
positive regulation of cellular metabolic process NN N 13.58
positive regulation of lyase activity NN N 13.48
regulation of lyase activity NI NN 13.22
regulation of cyclase activity NG 13.17
positive regulation of macromolecule metabolic process NN 13.07
response to peptide NG N 13.04
regulation of cellular protein metabolic process NN 12.97
positive regulation of metabolic process NN 12.84
positive regulation of nucleobase-containing compound metabolic process NN 12.74
regulation of protein modification process NN 12 .55
positive regulation of cAMP biosynthetic process NN 12.33
regulation of locomotion involved in locomotory behavior NN 12 .28
tongue morphogenesis INNIEGGGEEEEEENEN 12.20
regulation of body fluid levels NN 12.19
positive regulation of cAMP metabolic process NN 12.16
adenylate cyclase-modulating G-protein coupled receptor signaling pathway NN 12.01
regulation of phosphorylation NN NN 11.99
regulation of protein metabolic process NN 11.90
tongue development [INNEGEGNGNEN 11.82
regulation of kinase activity NG 11.66
regulation of centromeric sister chromatid cohesion NN 11.58
phosphate-containing compound metabolic process NN 11.37
positive regulation of protein phosphorylation NN 11.29
regulation of cAMP biosynthetic process NN 11.18
5-protein coupled receptor signaling pathway, coupled to cyclic nucleotide second messenger NN 11.11
positive regulation of cyclic nucleotide metabolic process NN 11.00
positive regulation of phosphorylation NN 10.85
phosphorus metabolic process NN 10.79
regulation of cyclic nucleotide biosynthetic process NN 10.56
regulation of developmental process NN 10.44
regulation of protein phosphorylation NN 10.30
ectodermal placode formation NN NI 10.28
regulation of phosphate metabolic process NI 10.28
regulation of cAMP metabolic process NI 10.22
regulation of phosphorus metabolic process N 10.15
regulation of purine nucleotide biosynthetic process NN 10.11
regulation of nucleotide biosynthetic process NN 10.09
positive regulation of phosphate metabolic process NN 10.04
positive regulation of purine nucleotide metabolic process NN 9.75
positive regulation of core promoter binding NG 0.71
regulation of protein kinase activity [INREG_GGE .71
regulation of sister chromatid cohesion NN °.70
regulation of cell differentiation INEEEEG_EN .69
ectodermal placode development NN .68
regulation of core promoter binding NN 0 .61
response to light stimulus NN N © .58
regulation of osteoclast differentiation NG © .52
regulation of cyclic nucleotide metabolic process NN ©.33
temperature homeostasis INEIGMGBNBEN °.31
positive regulation of protein kinase activity [INEREGIGzGMGEN .31
canonical Wnt signaling pathway [N 8 .86
positive regulation of kinase activity INIEREGzGEEN S.82
second-messenger-mediated signaling NG S8 .77
regulation of multicellular organismal development NN 8.68
regulation of chondrocyte development NN 8 .44
regulation of sister chromatid segregation NN S .21
hair follicle development NN S8.19
skin epidermis development NN S.11
hair cycle process NN 8.03
regulation of ossification NN 7.92
hair cycle INNEGEEEEN 7.90
regulation of epithelial to mesenchymal transition NN 7.36
regulation of homeostatic process NN 7.33
regulation of cartilage development NN 7.16
response to radiation NN 7.13
insulin receptor signaling pathway NN 7.11
regulation of chromosome segregation NN 6.98
regulation of locomotion NN .95

positive regulation of macromolecule biosynthetic process NN 6.92

circadian rhythm NN 6.48

G-protein coupled receptor signaling pathway involved in heart process M 6.35
negative regulation of cell differentiation NN 6.33

cell surface receptor signaling pathway NN 6.15

bone development NN G.12

dopamine receptor signaling pathway NN 6.05

negative regulation of cellular biosynthetic process N5 .95

negative regulation of biosynthetic process N 5.86

positive regulation of transcription from RNA polymerase Il promoter N5 .81
enzyme linked receptor protein signaling pathway NN 5.80

protein phosphorylation N5 .76
regulation of catenin import into nucleus IG5 .44

negative regulation of multicellular organismal process N5 .41
phospholipase C-activating dopamine receptor signaling pathway N5 .38
positive regulation of multicellular organismal process 5 .37
response to calcium ion N5 .36

neuron development NN 4.67

response to metal ion NN 4.66

regulation of MAPK cascade NN 4.62

neuron projection development I 4.48
phosphorylation NN 4 .38

response to UV-A I 4.34
response to wounding NN 4.24

positive regulation of ossification [N 3.88
response to vitamin [l 2.76



